[ £A4-11 (30%)
DNA EA &% v5 =5 E3tr 2.

(1) DNA F 7}<9 4347 DNA SFELY S22 A3y, dE5HA BA 9
EAEZAQA FA F 7HA HAo 2 dojdr). o]g #Ho] QI+ DNA F 7tH
A

THRALY B AWEr . 6F)

(2) A A7tg(lagging strand)2 EAEZH ZHA RS 29x7 =74
(Okazaki fragment)e FA3t7] A8k, o]Hdeo] FAHH o7 IR
ZZ3 AA377HA dEY RA S vrEI FAHAG. AT HA A
E o] % (nick translation)o] dojuE o]fF¢ oo BAdE TAEY N5S
A3AlL. (&, DNA T¥a4 13 II& FE3+x, =& o] (primer)<t
IR 2Zbe] 2ok WS 57 Yo 2 FASY HIAL.) (15F)

(3) A8 dAA EAoAN 4y DNA FIRELEZE XaA7igde 5 Zg 2
o BEAE ¢AHstA X9 2H F o= 498 W FAE AvESE A
Zol7l #FolAt}t, A= F o] A(telomerase)7t FAA TGF 9o Zo
oG A HESEA AWYSIA L. (104)
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[ 2A4-21 (20%)

AAAES gz 433 FAAELS Utz oz F-4A =2 2 E (promoter) o
JWhE 2AY 2d 245 ZZEHEZRH 100kb o] W Ao HolA
AdE dAF %ZF R4 (long-range regulatory element)Eo] 93] AAZF %4
Ao O ESC "I AL

(1) FAX7F A o= EHd xt=7te] gt 2 FHAAS Tddo| &
e RS 92 & F(position effect)Zt Tt} o] X FHA A A A
(enhancer)d A& A93lAl L. (108)

(2) 43 ZzrHzPE 97 4% A4 AdFE 4 (activator) S o]

2 g A3 RNA TEEA 19 dvt3d AAFQ A (general transcription
factors)e} A€ A B3 2-E&3=X AH3A L. (103)
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[ 24-31 (30%)
AAAE} AAATAN B0 F4 AP A2 ok b Bl FaAL.

(1) o5 AW FoA JAFAE F3t= AHES 37/ 223, o] A& 99
Ao 3 Aoz FAEAL. (67)
@ mRNA® H(cap) +Z7F it
@ 80S MAI A FAZE .
® mRNA+E= Z A 2EEA (polycistronic)©] .
@ MA dAAA R HA ofr] =4S ¥ E] 2 (methionine)©] .
® FYEE Z 429 A= 28S rRNA, 5.8S rRNA, 55 rRNAE ¥ 33T}
® EF-Tut 243" tRNAS g R&E0 2 Adsied a3 oz 343

(2) <u7l>e & §o18 BF Agsel ARATANA AAZGA] FH @A
£ 392 ARaAL. (B, S0k BHEse ALT F AT) (167)

< H 7>

30S FHRE AGYA, 50S FrRE A9 A, IF(initiation factor)-1,
IF-2, IF-3, GTP, mRNA, fMet—tRNAfMet, A #3g, E #AY, P A,

AFQl-2 72 %+ A ¥ (Shine-Dalgarno sequence), 7l A] 5'-AUG

(3) &< @9 d A4 dAA Y. 4 JAAI dAAEL JAIYAE F o=
AEANA Zgsp=X FEET A ZE g8 & Ayt L. (83)
O 2E# Enlo]l(streptomycin)
@ Alol =2 & A H] = (cycloheximide)
®Q Z=Z# ¥ Y Z(chloramphenicol)

20233 A603] WAL 22k - EABET - 20A] (4 - 3)



[ 24-41 (20%)

(1) o] % A =ZnE 183 (jon-exchange chromatography) (63)
(2) A o3 m=EnE 72 (gel filtration chromatography) (7%)

(3) A3 AH = =ZvlE1d Y (affinity chromatography) (773)
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